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> PSMAS Knockout Lentivirus (PSMA8%E [l b5 18 5 5) i — Pk S sh 4 i f 7T LA [FJ I 2234 Cas9 .+ H 5 [KlsgRN A Flipuromycin
PUMEHE S 35 o A= 5 T 7E S 4 A - 2 T CRISPR/CasOH R ik H (R, F B AE 5 33 HsgRNA A Rtk C 4
A TTELE I RAE .

> AN L R A 1 OB SR B S R . AR 3 T H TR G R e AL S FBEAT H IR FE K ) CRISPR/Cas9i b -

U6 sgRNA EFS  SpCas9 Flag P2APuro

K1, ATRI ik sgRNA L Cas9Mlipuromycini7i I i A S i 75 HLIE R 5 41 A O B 145 8

> T R A0 B 1 JFURL 1) sgRNASE - 28 25 R F R [ CRISPR/Cas9 sgRNABRLIH Jifi e MG IE R 53875, sgRNAA D
£ 3B TTENELALE

> AABEE A TSRO, ER IR B 3% W TG AT AT ] % 1955 B Control Knockout Lentivirus (LO0015)EHE 3] GFP (1) %) fE 12955 2%
GFP Knockout Lentivirus (L00017).

> F R AR T CRISPR/Cas9 4% A I PSM A8 JE [l i 4 1) Jii KiZ(L30060 pLenti-PSMA8-sgRNA). 1877 # (L30061 PSMAS
Knockout Lentivirus). HEK293T4M ff(L30062 PSMAS8 Knockout HEK293T Cells). HEK293 T : 41 ffd I RIPA 4 /iR i (L30063
PSMAS8 Knockout HEK293T RIPA Lysate). HEK293T i B 4 ffi 1) Trizol 24 % ¥ (L30064 PSMAS8 Knockout HEK293T Trizol
Lysate) 257 i,  BARTE 15 38 25 K W35 2 1) BO0E AP it 09 DL st o AR S 7=

> PSMASJE K FEA(E B0 F

Species Gene Symbol Gene ID GenBank Accession Transcript
Human PSMAS 143471 BC025393 NM_ 144662
About the gene

Official Symbol PSMAS

Previous Symbol -

Official Full Name | proteasome subunit alpha 8

Synonyms MGC26605; PSMATL
Location 18ql1.2

Gene Type protein-coding gene

Uniprot ID Q8TAA3

Pathway/Library others

Component of the spermatoproteasome, a proteasome specifically found in testis that promotes
acetylation-dependent degradation of histones, thereby participating actively to the exchange of histones
during spermatogenesis. The proteasome is a protein complexe that degrades unneeded or damaged
proteins by proteolysis, a chemical reaction that breaks peptide bonds. Required for 20S core proteasome
assembly, essential for the degradation of meiotic proteins RADS51 and RPA1 at late prophase I and the
progression of meiosis I during spermatogenesis. Localizes to the synaptonemal complex, a 'zipper'-like
structure that holds homologous chromosome pairs in synapsis during meiotic prophase I.
PSMA8 HUMAN,Q8TAA3

Gene Summary

SN
CEiR] 2 3%
L30061 PSMAS8 Knockout Lentivirus 108 TU

— VLIRE 1473




RSN
-80°CIRAE, ZE/D—FEH W

AEEIN:

> B RIAsgRNAFFFII AR RL, R EsgRNAFF I, 5 7E1T G KIZHT A Al info@beyotime.comZ HL. sgRNAJFF{E
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{EAER:
1. BRERRG:

a. i€ puromycinfFIfIE IR I : FREYL 04N 4% — 8 % AR 12082470, %80, 024 0.5. 1. 1.5, 2. 3. 4, Spg/ml
T % B 4t T puromycin PR BBUR M, HEFE S FH 35 22 K I Puromycin Dihydrochloride ("5/% % %) (ST551). PR 5 4H
JifL 4% 30 B8 T R B A% VR BE B R 12 41 L 1Y puromycin B GG WK B, B AR R S H B 1 R Z S B8 B .
https://www.beyotime.com/product/ST551-10mg.htm.

b. BRI S0 T B A AR AR (1241, AR A2 R B ELI50% N . W B AR A AR . Xof R 2E R
AR o 37°CHEFRIE ARG, FEFRM I 5~10pg/mlff]Polybrene (C0351/ST551). i B/ HLAT, M-80°CUKFER % 7 J5
VKIGRAY, 22 AH DG SCRR B AR TSL 3045 B IMOME I N & B 5, X FARIRANHREE, ) LLEBA4%0. 5ml/AL I A 41
Wi, X TR 48 B E B R T, —AR100pl/FLERI0T TUEE L8, BRBHRE], 37°CHk 8%, WiRG, WIS EmE,
FEW, W) — B I puromycin B FROIAT I 1%, —MIFIE2K)E, ARIEEALAH A A0 Iz I o825, I 55
YAFIE ZR e, A TT DASCER 0 2 2 M A I 9 B 1 SRR Bk AT e s BRI AR, T LK 4 A A2 6 FLAR Bl 1 0cm
B R ILHATY KB 9%, — 2 )5, puromycin& A8 W A 26 B 5 4 ] DU R R 40 M ff B 222,50 /ml, AR5 14184
FL200pt R 2196 FLAR H (B FLT- 10,5/, J7idk B oo FE AT B AR o 9 B YL ) J ¥ 1] 5 35 Polybrene (C0351) H8 FH e Wk
https://www.beyotime.com/product/C0351-1ml.htm

2. FEFYREHIEE:

a. T2 wwkEAIM, v LLEET7 Endonuclease I (T7TEDHHT 452, HIFEHUANAZERIZHDNA, fEsgRNAJT ¥ B 3115149
HEATPCRY™ 4, SRJEHEATTIEIRGY), HiKi%5 %38 % KT Endonuclease I (CRISPRZ: 3 [F 5% 48 % ¢ FiT) (D7080) a3 [A]
21 G 4 R ARG G (D0508); -t AT LA AR S A BT A AT A

b. KT HGREANA, WSS PCRY 1Y HsgRNASE [ (5 K] v B AT 3 00 e 1) 7 QAT 30 IE () B 1, ] DA FH AR RS2 Rt

PATIEAT A o
X/

e ] E=L S .25
L00015 Control Knockout Lentivirus 103 TU
L00017 GFP Knockout Lentivirus 108 TU

0222 8 R -HEH R IR (100X) 100ml
C0351-1ml Polybrene (Hexadimethrine Bromide) Iml
C0351-50mg Polybrene (Hexadimethrine Bromide) 50mg
D0508S/M i DR 28 9 A SR AR AGHI 7 25/1009K
D7080S/M/L T7 Endonuclease I (CRISPRZ53: [ 548 % 7€ ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2%) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M % 2%) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("EM4 2 2%) 250mg
ST1380-500mg Polybrene (=94%, Reagent grade) 500mg
ST1380-2g Polybrene (>94%, Reagent grade) 2g
ST1380-10g Polybrene (>94%, Reagent grade) 10g
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